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ABSTRACT

Examining the agricultural characteristics of Gangwon natural species of unhulled
barley, rye and olbori, and practicing principal component analysis using SAS program,
the result is as followed. The result of principal component analysis about the agricultural
characteristics of tested species showed that rye and unhulled barley spotted in the left
on the principal component 1 axis, and olbori mostly in the right. In this study, we found
the possibility to divide the barly. And if further studies were carried out, it might be
used to the division of genetic resources in storage.
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(restriction  fragment length  polymorphisms), AFLPs (amplified fragment length
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M=EH2 (UPGMA, unweighed pair-group method of arithmetic averaging) 2210 2o =
HREXAS 27 & HLOH st Al N2 M 0I8ECH (Chen et al., 1994;
Keim et al., 1992; Sharma et al., 1995, Mercado et al.,, 1996; Doldl et al., 1997;
Burkhamer et al., 1998; Choi et al., 1999; Barrett and Kidwell, 1998). =24&& Xz= 5
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