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7R saAE gEAE 484 £4 @7
Trapsformation and development of specialized Gangwon provineial erop
Experitnent 1 : Transformation of calla lily
1. Optimum conditon of callus induction media of calla was MS salt, sucroge 3%,
05mg/] TDZ and 0.3% phytagel.
2. For the selection of acclimatized putative fransformant, the optimum concentration of
Bagta (Bayer Crop Science Co) was 03% against BM and 04 % against GA.
3. The optimum concentration of Phosphinotrieyn(PPT) was 0.3 mg/fl,
4, Trangformation method #1
- pPSBCGM gene transformation was confirmed by PCR analysis in 1 out of 102
transformant wounded under 1,700 psi helium gas pressure
5. Transformation method #2
- CMV CP gene frarsferred 5% tuber discs(BM @ GA = 404 : 192) was plated on the
kanamyein 100 mg/] media for the antibiotic selection and generated 112{85 : 27)
plarflet in fhe ratio of 20%.
- Among these, 45(33 ¢ 12) plardlet was rooting and growing in the ratio of 40%.
- 35 plardlet are growing from the result of repeated experimerts : genetic analysis
will carry out
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Bxperiment 2 : Transformation of Tomato
1. Transformation was carried with Cucumber Mosaic Virus coat protein gene by Agroba-

ceritim fumefaciens
2. Gene transferred 54 tobacco TO transgenic plards was developed and then gathered T1
seeds were kanamydn fested.

- The ratio of 3 : 1 genetic inheritance was agree with Mendd's law of heredity and
heredity was confirmed by southern, northemn blotting and RT-PCR.

- The results of virus resistance examination of Seven T1 plandlet, four was showed
delayed-resistance character, one was highlyresistard and two plantlet was non-
resistant,

3. Gene fratsferred 8 tomato T plants was confirmed by PCR, southern and RT-PCR.

- Now growing for the analysis of T1 generation.
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